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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: O f /^^ S // / 

O/Pf 



Source: 



Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help; Datin21help@us0to.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help(%uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
A^RSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 apphcation is a state-of the-art Windows based^^s^^ 
employing a logical and intuitive user-interface to cheek whether a sequence listing is in 
compliance with format and content rules. Checker Version 3 :0 works for sequence listings 
generated for the original version of 37 CFR §§ 1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July l; 1998 as well as World Intellectual 
Property Organization (WIPG) Standard ST.25. 

Checker Version 3 .0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto-gov/web/offices/pac/checker 
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EAW SEQUENCE LISTING DATL-^ : 02/02/2001 

P A TE NT AP P 1. 1 C AT lO N : US/ 0 9 / 7 6 5 , 1 1 1 T I Vi : :i 1 : 5 1 : 2 0 

Input Set : A:\seqlist, txt Dn^ac Mrt'J- i 

Output Set; N:\CR£^3\02022001\l765111.raw ^ UOiTipiy 



4 < i 1 0 > A P P .1. , J. cm V : JrM e t c h r; , J o ri a t li an A . 

5 KroJ.i, Todd G. 

7 < 1 2 0 > 'V X TL r. OF I N VK NT TON: P AX 8 - P P AH cj a in in a KfrJCI, F ■ I c: A 1 D MC) I.EC U L E S 

B AND POLYP 3i;P TIDES AND QSES THEREOF 

I'i <.i30> FILE REFERENCE: BO 801/7196 (ERP/HAT) 

13 <14 0> CURRENT APPLICATION NUMBER: US/09/76 5,111 

13 <141> CURRENT FILING DATE: 2001-01-18 

13 <ir^O> PRIOR APPLICATION NUMbER : US 6 0/17 7,109 

14 <15:i> PRIOR FILING DATE: 2000-01-20 

16 <13 0> PRIOR APPLICATION NUMBER: US 60/225,0 79 

17 <-l 5 1 > P RI OR F I L I N(^ DATE ; 2 0 0 0 - 0 8 - 1 4 
19 <I6 0> NUMBER OF SEQ ID NOS : 4 7 

21 < 1 7 0 > S O FTW ARE : F a s t S EQ for Win dows Version 3.0 



Corrected Diskette Needed 



ERRORED SEQUENCES 



I 0 9 1 
10 9 2 
10 9 3 
109 4 
109 6 

109 7 
1 09B 

1 1 0 0 
1101 
110 2 
1 10 3 
110 5 
1 10 0 
1 :i, 0 7 
1 10 9 
1110 
l.lll 
1113 
1114 

1 :t IS 
1 :i 1 7 
llIB 
1119 

i:i 21 

112 2 
I 1 2 3 
112 5 
112 6 
112 7 
112 9 



<210> SEQ ID NO^ : ..13 
< 2 1 1 > I,ENGTH :/2'lTTy 

<212> TYPE: oW"^ 

<213> ORGANISM: Homo Sapiens 
<2 20> FEATURE; 
< 2 2 1 > N AMIii /K E Y : CD S 
<2 2 2> I,OCATION : (II). 
<4 00> SEQUENCE: 13 
g a a t t.cggcq a t g c c: t. 

Met. Pro 



. (1363 ) 

cac aao t 
His Asn 



Asn 

gtc 
va 1 
30 
gac 
Asp 

c. ft 
Leu 

gqc 
Gly 

ga c 
Asp 

egg 



c a cj 
Gin 
1 5 
ego 
Arg 

ate 
1 le 

ggc 
Gly 

tec 
ser 

tao 
Ty r 
95 
etc 



c t:g 
l,eu 

cag 
Gin 

tct 
Ser 

agg 
Arg 

aag 
Ly s 
80 
a a a 
Lys 



1 

gqa 
Gly 

cgc 
Arg 

cgc 
Arg 

l:.ac 
Ty r 
6 5 
ccc 
Pro 



999 
Gly 

ate 
Tie 

cag 
Gin 
50 
tac 
Tyr 

aag 
Ly s 



gcc 
Aid 



ttt 
Phe 
20 

gta gac 
Val Asp 
3 5 

etc cgc 
Leu Arq 

gag act 
Glu Thr 

gtg gcc 
Val Ala 



cgc cag 
Arg Gin 



a a c 
Asn 



ctg get gag 



cct 
Pro 
100 
ggc gtc 



CO 

Ser 
5 

qtg 
Va I 

ctg 
Leu 

gtc 
Val 

ggc 

Gly 

aco 
Thr 
8 5 
acc 
Th.r 



ate 
He 

a a I. 
A s n 

gcc 
Ala 

age 
Ser 

age 
Ser 
7 0 
ecc 
Pro 

atg 
Me t 



aga tct 
Arg Ser 



ggc a, 9 a 
Gly Arg 



cac 
H 1 s 



cat 
His 



ate 
Tie 



a a g 
Lys 



Ltt 
Phe 



cag 
Gin 
40 
ggt 
Gly 

egg 
Arg 

gig 

val 

gee 
Ala 



Igt gac aat gac 



ggc 
Gly 

cct 
P r;o 
2 5 

Gly 

tgc 
Cys 

cct 
Pro 

gtg 
Val 

1-gg 

Trp 
10 5 
act 



cat gga ggg ctg 
His Gly Gly Leu 
10 

ctg ccg gaa gLg 
Leu Pro Glu Val 



gta agg 
Val Arg 

gtc age 
Val Ser 

gga gtg 
Gly Val 
7 5 

gag aag 
Glu Lys 

9 0 
gag a Le 
Glu Tie 



ccc tgc 

Pro Cys 
4 5 

aag ate 

Lys iJ.e 
6 0 

a ta ggg 

He Gly 

att ggg 

He Gly 

eg a gac 

Arg Asp 



gtg ccc agt gtc 



1 9 3 



2 89 



3 37 



385 
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EAW SEQUENCE LISTING DATli:. : 02/02/2()O J, 

PATENT A P PL I CAT I O N : US/ 0 9/765^111 T I M£ : 11:51:20 



TripuL Set ; A:\Seqlist.txt 

Output Set; N:\CRF3\02 02 2 00i\I7 65111.raw 



1130 


Arg 


Leu 


Leu 


Ala 


Glu 


Gly 


Val 


Cys 


Asp 


Asn 


Asp 


Thr 


Vdl 


Pro 


Ser 


val 




i:i 31 


1 1 0 










1 1 5 










12 0 










125 




11 3 3 


age 


tec 


a 1 1 


a. a t 


aga 


ate 


ate 


f-gg 


acc 


aaa 


gtg 


cag 


eaa 


cca 


ttc 


aac 


4 3 3 


1 1 34 


Ser 


Ser 


lie 


Asn 


Arg 


lie 


lie 


Arg 


Tin- 


Lys 


Va.I 


G .1 It 


Gin 


Pro 


P he 


Asa 




1135 










1 3 0 










13 5 










14 0 






1137 


etc 


act 


atg 


gac 


age 


■tgc 


gt.g 


gcc 


acc 


aag 


tec 


ctg 


agt 


cce 


gga 


cac 


481 


1138 


Leu 


Pro 


Met 


Asp 


Ser 


Cys 


Va 1. 


Ala 


'Jlrr 


Lys 


Ser 


Leu 


Ser 


Pro 


Gly 


His 




11 39 








1 4 5 










15 0 










155 








11 41 


a eg 


otg 


a tc 


cec 


age 


tea 


get 


gta 


act 


cec 


ccg 


gag 


tea 


ecc 


cag 


teg 


5 29 


:1142 


Thr 


Leu 


1 le 


Pro 


Ser 


Ser 


Ala 


Val 


Tlir 


Pro 


Pro 


Glu 


Ser 


P ro 


Gin 


Ser 




1143 






160 










16 5 










17 0 










11 45 


cjat 


tec 


ctg 


ggc 


tee 


ace 


tci e 


tec 


ate 


aa t 


ggg 


etc 


ctg 


ggc 


a tc 


get 


57 7 


114 6 


Asp 


Ser 


Leu 


Gly 


S e r 


Thr 


Tyr 


Ser 


lie 


Asn 


Gly 


Leu 


.teu 


Gly 


1 le 


Ala 




;J,147 




175 










1 B 0 










185 












1149 


cag 


cel. 


ggc 


age 


gac 


aag 




aaa 


a t g 


gat 


g^ic 


ag t 


9 <^ 


cag 


g a t 


age 


625 


11 50 


Gin 


P ro 


Gly 


Ser 


Asp 


Lys 


Arg 


irys 


Met 


Asp 


Asp 


Ser 


Asp 


G:i n 


Asp 


Ser 




1151 


190 










19 5 










2O0 










205 




1153 


tgc 


ega 


eta 


age 


att 


gac 


tea 


cag 


age 


age 


age 


age 


gga 


ecc 


eg a 


aag 


6 7 .3 


1154 


Cys 


Arg 


IjCU 


Ser 


1 le 


Asp 


Ser 


Gin 


Ser 


Ser 


Ser 


Ser 


Gly 


Pro 


Arg 


Lys 




1155 










210 










215 










22 0 






1157 


cac 


ctt 


ego 


a eg 


gat 


gee 


ttc 


a gc 


cag 


ca c 


cac 


etc 


g-iig 


ccg 


etc 


gag 


7 21 


1158 


His 


Leu 


Arg 


Th.r 


Asp 


Ala 


Phe 


Ser 


G L.n 


His 


Hi,.s 


l,eu 


Glu 


P ro 


Leu 


Gill 




1159 








2 25 










2 30 










2 3 5 








1161 


tgc 


coa 


tt L. 


gag 


eg g 


c a g 


eae 


t.ae 


cca 


gag 


gee 


tat 


gcc 


tec 


cec 


age 


769 


116 2 


Cys 


Pro 


Phe. 


Glu 


Arg 


Gin 


His 


Tyj:' 


Pro 


Gl u 


Ala 


Tyr 


Ala 


Ser 


Pro 


Ser 




116 3 






240 










245 










2 50 










116 5 


cac 


acc 


aaa 


ggc 


gag 


e a g 


ggc 


c tc 


tae 


cog 


ctg 


cce 


ttg 


etc 


a a c 


age 


817 


116 6 


His 


Thr 


Lys 


Gly 


Glu 


Gin 


Gly 


TjCu 


Tyr 


Pro 


Leu 


P r o 


Leu 


lieu 


As n 


Ser 




116 7 




255 










260 










26 5 












1169 


a CO 


ctg 


gac 


gac 


ggg 


aag 


gcc 


acc 


ctg 


ace 


ect 


tec 


aac 


acg 


cca 


ctg 


86 5 


1170 


Thr 


Leu 


Asp 


Asp 


Gly 


Lys 


Ala 


Thr 


Leu 


Thr 


Px^o 


Ser 


Asn 


Thr 


Pro 


Leu 




1171 


270 










27 5 










280 










2 85 




117 3 




cgc 


aac 


etc 


teg 


act 


cac 


cag 


acc 


ta c 


o e c 


gtg 


gtg 


gca 


gat 


cct 


913 


1174 


Gly 


Arg 


Asn 


Leu 


Ser 


Thr 


His 


cm 


Thr 


Tyr 


Pro 


Val 


Val 


Ala 


Asp 


Pro 




117 5 










290 










29 5 










30 0 






1177 


cac 


tea 


cec 


ttc 


gee 


at a 


aag 


cag 


gaa 


acc 


cec 


gag 


gtg 


tec 


a g t 


tet 


9 6 1 


117fi 


His 


Ser 


Pre 


P he 


Ala 


lie 


Lys 


Gin 


G 1 u 


Thr 


Pro 


Glu 


Val. 


Ser 


Ser 


Ser 




1179 








3 0 5 










310 










3 1 5 








1 181 


age 


tec 


acc 


cct 


tec 


tet 


tta 


tet 


age 


tec 


gcc 


tt:t 


ttg 


gat 


otg 


cag 


1 00 9 


11B2 


Ser 


Ser 


Thr 


Pro 


Ser 


Ser 


Leu 


Sex" 


Ser 


Ser 


Ala 


P tie 


Leu 


Asp 


Leu 


Gin 




11 83 






3 20 










3 2 5 










3 30 










118 5 


caa 


gtc 


ggc 


tec 


ggg 


gtc 


ccg 


cce 


ttc 


aa t 


gcc 


ttt 


cce 


cat 


get 


gcc 


10 5 7 


1186 


Gin 


Val 


Gly 


Ser 


Gly 


val 


Pro 


Pro 


Phe 


Asn 


Ala 


Phe 


Pro 


His 


Ala 


Ala 




1187 




3 35 










34.0 










345 












11 89 


too 


gtg 


tae 


ggg 


c: a g 


ttc 


acg 


ggc 


cag 


gcc 


etc 


c to 


tea 


ggg 


ega 


gag 


110 5 


1190 


vSer 


Val 


Tyr 


Gly 


Gin 


Phe 


Thr 


Gly 


Gin 


Ala 


Leu 


Leu 


Ser 


Gly 


Arg 


Glu 




1191 


35 0 










3 55 










36 0 










365 




1 1 9 3 


atg 


gt:g 


ggg 


cec 


a eg 


ctg 


occ 


gga 


tae 


cea 


cce 


cac 


a tc 


ecc 


acc 


age 


115 3 


1194 


Met 


Val 


Gly 


Pro 


Tiir 


Leu 


Pro 


Gly 


Tyr 


Pro 


Pro 


His 


lie 


Pro 


Thr 


Ser 
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RAW SEQUENCE LISTING 

P AT E N A P L J. C A 'JMO W : US / 0 9 / 7 6 5 , 



J)ATE 
TIME 



02/O2/200X 
11 ; 51 : 2 0 



IiipuL Set : 
Output Set : 



A ; \Seqli St . txt 

N:\CRF3\0202200i\I7651ii .raw 



:i 19 5 










3 70 








3 7^5 










3 BO 




1 :i 9 ■/ 


gga 


c:; (i g 


ggc 


a qc 


tat 


gee 


tec 


tet qce 


ate 




gg c 


a tq 




gca 


gga 


i:i 9 3 


Gly 


G l.u 


Gly 


Ser 


'J.'y r 


Ala 


Ser 


Ser Ala 


1 le 


Ala 


Gly 


Met 


Va 1 


A J. a 


Gly 


119 9 








38 5 








3 9 0 










395 






1 2 0 1. 


aqt 


gau 


tuc 


tct 




a a t 


gee 


tat ggc 


c a e 


aee 


eec 


tac 


tec 


tec 


tac 


12 0 2 


Ser 


Giu 


I'Y r 


Ser 


Gly 


Asn 


Ala 


Tyr Gly 


H Is 


11 ir 


i>ro 


I'yr 


Sor- 


Ser 


Tyr 


120 3 






4 0 0 










40 5 








4 10 








. 120 5 


age 


gag 


9 CO 


i-g9 


ogc 


ttc 


ccc 


aac tee 


age 


ttg 


ctg 


f^jgt 


tee 


eca 


t:at 


12 0 6 


Stvr 


(^lu 


A la 


I'rp 


A-fy 


Phe 


Pro 


Asri Ser 


Ser 


l.eu 


Leu 


Ser 


Ser 


t ro 


Ty.r 


12 0 7 




415 










420 








42 5 










1.2 0 9 


tat 


t.ac 


agt 


tec 


aca 


tea 


aqg 


ceg aq L 


gea 


ccg 


ccc 


acc 


act 


gee 


a e g 


1210 


Tyr 


Ty.r 


Ser 


Ser 


Thr 


Ser 


Arg 


Pro Ser 


Ala 


Pro 


Pro 


Tlir 


Thr 


Ala 


Th r 


1211 


4 3 0 










43 5 








440 










44 5 


1213 




1 1 1 


gac 


cat 


ctg 


tag 


ttgaagctt 
















1214 


Ala 


Pile 


Asp 


His 


Leu 






















1215 










450 























129 7 



1345 




Please Note: 

Use of n and/or Xaa have been detected in thi^ Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa, 
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VERIFICATION SUMMARY DATE: 0 2/0 2/^0 01 

P A^f ' K N T A 1? P i, I CAT .1 () M ; US/ 0 9 / 7 6 5 , 11 1 Tl HE : 1 1 : 5 1 : 2 1 

Jnpul- Set : A: \Seqlist , txt 

Output. Set: N:\CRF3\0202 2 001\I7 6 51 11, raw 

t : 1 3 M : 2 7 C: c u r re n. t Ap p 1 j_ c a t i o ti N li nibe i- d J. 1: f c r s , Rt? p 3, a c e (3 c; u i" r e ri t A p p I. d. o a 1.: io n No 
I, M : 2 7 ■ 1 c : C u r r e n t L< ' 1, J. .i n g- I) a 1: e d 1 1 f e j; s , H e p "i . a e d C u r .re 1 1 L. l-' .1 ].. i n 9 o a t.. e 
L :1215 H ; 2 5 2 K : Wo . of S e q . d 1 i: i e.rs r < 2 1 J.> I .E NG 'J'H : J n p u t : 2 7 1 .1 f ^OU li cj. : 1 3 7 2 S Ii] Q : 1 3 
L:2 3 6 4 .M : 2 5 B vv : M a n d a t C) .r y t ' e a t: u .r e m j. s s i i j g , 2 2 J. > n o t: f o 1 1 n d for s >■ ■ 0 .1: D S : 3 6 
t : 2 3 6 4 M : 2 5 B W : Man d a t: eye y V e a t u r in t s s .1 n g , < 2 2 2 > n c:i t fo im d for S E Q T Y) a ; 3 6 
J,, : 2 3 6 4 M : 3 4 0 W ; (46) " I] " o r " X a a " u s ed : Fe, o L u :c .r e q u i re d , ^ o r S K Q i j;^ : 3 6 
J., : 2 3 8 6 M : 2 5 8 W : M a a d a t: o r y F e a t: u re. ra i s y i n g , < 2 2 1 > n ot. f o u n d f or S li: Q 1 1> il : 3 7 
L : 2 3 B 6 M : 2 5 8 W : Ma q d ci tor' y 1"' e a t\: r c^. in i s s i n g , < 2 2 2 > 11 o I., f o u nd f ' or- S h\ Q :r D if : 3 7 
J_, : 2 3 8 6 M : 3 4 0 W : (45) " u " o x' " Xa a. " u s e d ; b^e a t: u rx? r-equ i .tx?. d , f or S E C) I D tr ; .3 7 
I. : 2 4 0 2 M : 2 5 P> W : Ma n d a 1 o r y L' 'oat 11 re mi s s i n g , -c 2 2 1> no t f o unci f or S F.Q I D ft : 3 8 
L : 2 4 0 2 M : 2 5 8 W : M a 11 d a i: o r y t ' e a t ii i" e ni d. £^ y .j_ n g , 2 2 2 > no 'L ;l: t> u n d .t" or S I Q I D # ; 3 8 
L> : 2 4 0 2 .M : 3 4 0 W : (4(->) " n " or " X a a. " u s e (] : F'e a t u :re .re qu i re. d , f a r S EQ I D # ; 3 H 
L : 2 4 ]. 8 M ; 2 .'i 8 W : Ua n d a t o.r-y F' e a 1: u re m J. s s i n g , < 2 2 1 > not: .found for S Ji; Q X D # : 3 9 
{ : 2 4 1 8 M : 2 5 B ; Man d a f r y F t^, a t u r: e. in i s s .1 11 g , < 2 2 2 > n o t: f o u n d f o r S E Q ID ii : 3 9 
t : 2 4 1 B M : 3 4 0 W : (46) " n " o.r " Xa a " a s ed : Pea L. ure ruqu ired , for SEO I D # : 3 9 
I, : 2 4 5 2 M ; 2 ."i 8 W : Ma n d a t o r y F e a t. ure m J . s s J. n g , < 2 2 1 > n o t. .f o u rj d f o r S 0 :t D r ; 4 0 
L ; 2 4 5 2 M : 2 5 8 W ; Mandatory t ' e a t. u re mi s s i r.i g , < 2 2 2 > not f o u nd i: or S E 0 I D # : 4 0 
L : 2 4 52 M : 3 4 0 W : ( 4 6 ) " n " c5r- " X ci a " u s t-id : Fea t ure re q u i .re d , f o r S !'] 0 I D # : 4 0 
L ; 2 4 7 B M ; 2 5 8 W : Man da to ry Peat a re. mi. ssinq, < 2 2 1> not f on nd f cjr S EQ I D H : 4 1 
: 2 4 7 8 ,M ; 2 8 VJ : Man da Lory Fe a Lure missing, < 2 2 2 > not f o u nd for S EQ 1 D ii : 4 1 
t : 2 4 7 8 M ; 3 4 0 V>/ ; (46) " n " o.r " X a a " u s ed ; Eea t u re r eqn ire d , for S EQ I D # : 4 1 
t : 2 5 0 1 M : 3 4 4 W : (46) " n " o r " Xaa " used, for S EQ 1 D # : 4 2 
t : 2 5 0 2 M : 3 4 1 W : (46) " n " or " X a a a k e d , f o r S E Q 1 1) i; ; 4 2 

I, : 2 5 1 5 :m : 2 .5 8 W : M a n d a t o .r y F e a t u r e m i. r s .1. 1 1 g , < 2 2 1 > n o l. f. ound i o r S 1'^ Q ..L D # ; -1 3 
t : 2 '3 1 5 M : 2 B W : Ma n d a i: o r- y F' e a I u .re m j. s a i n g , < 2 2 2 > n ot fo u nd .f or S FQ 4 D ii : 4 3 
L : 2 .5 1 5 M : 3 4 0 W : (46) " n " o r " Xaa " u s ed : Feature requ ir ed , f or S EQ T D fi : 4 3 
r , : 2 5 3 0 M ; 3 4 1 W : ( 4 6 ) " n " or " X a a " u s e d , ]: or S E Q I D # : 4 
E : 2 5 3 1 M : 3 4 1 W : (46) " n " or " Xa a " us ed , for S EQ I D # ; 4 4 

E : 2 5 4 4 M ; 2 .5 B W : Man da tory I'e a t u re m i s s .i.n g , <2 2 1 > not found for S EQ 1 D # ; 4 5 
:l : 2 5 4 4 M : 2 5 8 W : Manda tc5ry Fe a t re nii s s i n g , < 2 2 2 > n ot f;ou nd f or SEQ I D li ; 4 5 
I J : 2 5 4 4 M ; 3 4 0 W : (Ah) " n " or " X a a " used: F e a 1: u. r e r e qu x r e d . t o r S E Q I D ft ; 4 5 
E : 2 5 5 9 M ; 3 4 1 W : (46) " n " o r " Xaa " u s ed , f o r SEQ I D # : 4 6 
E : 2 5 6 0 M : 3 4 1 W : (46) " n " o r " X a a " u s e ct f o.r S E Q I Di^:4 6 

E : 2 .5 7 3 M : 2 5 8 W : Mandatory F'e a t.ure m 1 s s i n g , <2 2 1> not found f or S EQ I D ff : 4 7 
E : 2 .5 7 3 M ; 2 5 8 W ; Man da to ry F ea 1.:u re m :l k s i a g , <2 2 2 > not f ou nd f or S EQ f D # : 4 7 
Tj ; 2 5 7 3 M : 3 4 0 W : (46) " n " or " Xaa " us ed : Eea t ure requ ired , f or SEQ 1 D # : 4 7 
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